Scale 100 kbl { Btau 5 0_1
13: 62,300,000 | 62,350,000 | 62,400,000 | 62,450,000 | 62,500,000 | 2,550,000 | 62,600,000 | 62,650,000 |
Gap Location ¥
Gap
GC Percent M W01 NTIENER T Y O AWM TN 0O 1 T qu\ I? IW ”ii‘isﬁmﬂ‘ﬂiﬁ TR QU OO 1 AR R Y LT YT T (TN A ]
NCBI Gene Predlct
‘KR7 NM_001205845.1 aaaanasns:! HCK NM 001037141.3 -+-H PLAGL2 XN OTbA66150 1 mefes ASXL1 XM 600364.7 bt
"M2L XM_005192455.3 A TMISF4 NM 001098077.2 P--p+HHb--+HiHe KIF3B NM 001110788.1 t---—-§---m
"M2L XM_015466137.1 - PLAGL2 XM 015466140.1 <t ASXL1 XM 015466141.1 -
'M2L XM_015466138.1 - POFUT1 NM 001043343.1 }
HCK NM 0011101941 +--p-p-Hi-biH POFUT1 NM 001043344.1 )
POFUT1 NM 182986.2 Hol
POFUT1 NM 001043342.2 -+ +
POFUT1 NM 001043345.2 4
100 vertebrates con, i stCo
Cons 100 Vertebrates | I T1TIMIN (DI 0 10 cvn o PPERPRFSE TN O 0 0w v o o
Haploid Ci Number
CNV43641 M0 I CNV43656 !

CNV43642 11
CNV43643 10
CNV43644 1Ml
CNV43645 M
CNV43651 CNV43663
CNV43653
CNV43654
CNV43655 M
CNV43659 LT AR LT
5_ Fst value - Chinese indicine vs Other five groups

Fst_CN_Other
O s o

600 _ XP-CLR value - Chinese indicine vs Other five groups
XP-CLR_CN_Other
0 TN, B 111111 —
2_ inese indicine,
iHS_CN
e j—%
Pi value - Chinese indicine
Pi_CN

5 _



