Scale 1: Gap

Cons 20 Mammals Cons 100 Vertebrates

5 kb Btau_5_0_1 10,461,000 10,462,000 10,463,000 10,464,000 10,465,000 10,466,000 10,467,000 10,468,000 10,469,000 Gap Location GC Percent in 5-Base Windows NCBI Gene Predictions 20 Mammals conservation by PhastCons 100 vertebrates conservation by PhastCons Haploid Copy Number Fst value - Chinese indicine vs Other five groups

XP-CLR value - Chinese indicine vs Other five groups

iHS value - Chinese indicine

XPEHH value - Chinese indicine vs Other five groups

Hp value - Chinese indicine

Pi value - Chinese indicine

CNV249

GC Percent

Fst_CN_Other 5 _ 0 _ XP-CLR_CN_Other

600 _ 0 _ iHS_CN 2 _ 0 _ XPEHH_CN_Other 2 _ 0 _ Hp_CN 0 _ -5 _ Pi_CN 6 _ 2 _